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Orbitrap Fusion Thermo Scientific Hudson Solo SOL9 Automated Liquid Handler System



Proteomics
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Experimental or Mechanistic
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Clinical projects

Proteomics:
1. Lung Cancer 1. Animal model profiling
2. Gliomas 2. Influence of
3. Rare Diseases psychedelic's on the
4. Type 2 diabetes brain regions
5. Leukemia 3. Identification of
6. Urinary tract interacting proteins
7. Orthopedic 4. Cell culture assays
8. Psychiatry

. Comparative (semi-quantitative)
proteomics

- Biomarkers

. Protein panels
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DIA - Data
Independent
Acquisition

DDA - Data PTM - Post-
Dependent Translational
Acquisition Modifications
Experimental
Approaches
TMT. iTRAQ PPI - Protein-

Protein Interaction

SILAC




Multi-tissue comparative analysis of Pacs2(E209K) mouse
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model with WT (C57BL) mice

metabolites

Model Material Samples Sample
isolation procesing analysis
/
S
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1. Pacs2(E209K) N=6 -
2. WT (C57BL) N=6 m

4000 — 8000 proteins per tissue
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